04-MAY-ZQ06 06:25PM FROU-Gen-Proba Patent Dept. 1 858 410 8928 T-295 P. 005/011 F-728 
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Date: May 4, 2006 

AnuinHmftiltS tO fr * CA&imS 

The current status of the claims is as follows: 

1. (Currently Amended) A first hybridization as.3ay probe for use in determining 
fcepresenceofHPVType^ 

up to 100 bases in length and having a base region that is at least 70% complementary to an at least 
10 contiguous base region present in a first nucleic acid target region selected from the group 
consishngofSEQIDNO:5,SEQIDNO:6,SEQlDNO:7;^S E QlDNO : 8,SE^e^ 

iu iHU0,romMO.ii. 

H >* e ^^ nrniDi ^DCQiDiTo .^ w i 

SEQIDNOOft wherein said first probe forms a detectable probe:target duplex with said first target 
region under selective stringency hybridization conditions, and wherein said first probe does not 
form a detectable probemon-target duplex with nucleic acid from HPV Type 18 C, 11. :i, C3, 35, 
39, 4J, 01,52 and/o r 5& under said conditions. 

2. (Currently Amended) a nucleic acid hybrid formed between said first probe 
and said first target region of claim 1 . 

3. (Canceled) 

4. (Currently Amended) A kit comprising: 
said probe of claim 1 ; and 

a set of amplification oligonucleotides for use in amplifying HPV Type 16 nucleic 
acid in a sample, said set including first and second amplified on oligonucleotides, wherein eadrof 
said first amhecond amplification ouguuudcotides oligonucleotide. is up to 100 bases in length and 
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hasabase region that is at least 70% complementary to an at least 10 contiguous base region present 
ta a nucleic acid target region selected from the group consisting of SEQ ID NO: 1, SEQ ID NO:2, 
SE QPNO:3;and S EQIDNO:4,re^ ^ 

J ifcQ ID N0.39, SEQ1 D NO.40, gCQlD WO.05. OEQUMTO.OC flEQID HO.07, OEQ ID N 9S8; 

L D Q ID IID .J3 an d TTQTT NB^ wjureiS sad second amplification oligonucleotide is up to 10Q 
^asesin length ffldhas — ^^rh a ti, a T^sr70%complemqi t ^m,n * least lOcontiRUo us 
base regjgn gSSSP J in ^ nacjeic acid tar ggj r.fnon selec ted fromjhe g rou e ron^W of SEQ ID 
M rv« SmmmM Sm^mM^mmmM^ wherein at least one of said first 
and second amplication oUgonucleotides optionally includes a Due sequence that is recognized by 
an RNA polymerase. 

5. (Currently Amended) A Idt comprising: 
said first probe of claim 1 ; and 

a second hybridization assay probe for use in determining the presence of HPV Type 
18 nucleic acid in a sample, said second probe comprising an oligonucleotide up to 100 bases in 
length and having abase region that is at least 70% complementary to an at least 10 contiguous base 
region present in a second nucleic acid target region selected from the group consisting of SEQ ID 
N0-45 SEQ ID NO:46, SEQ ID N0:47 T and SEQ ID NO:48, SEQlDNU .i > /,flEQIDITO.J Q. flF Q 

lDiro!5P.DEQP 140 .tt.^ 

K) NQ.73, QEQ ID 110.7 1 , SEQ ID N0.73, OEQ ID H0.76. SEQ H> HU. H QEQ ID NQ.70, S f Q 
ID NQ.7Q, SEQ ID NO.00, OCQ ID N U .U1. U LM ^ I S EQ TP N O 83 u td JEQ ID NO t tH ; 
wherein said second probe forms a detectable probe:target duplex with said second target region 
under said conditions, and wherein said second probe does not form a detectable probemon-target 
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duplex wi* nucleic acid from HPV Type IS u , 1UUJ. » . » . * »■ » 
conditions. 



6. (Canceled) 

7. (Canceled) 

8. (Currently Amended) The kit of claim 5 further comprising a helper probe, 
said helper probe compri sing an oligonucleotide up to 100 bases in length and having a base region 
that is at least 70% complementary to an at least 1 0 contiguous base region present in a third nucleic 
acid target region selected from the group consisting of SLQIDNO.ul, QEQJD NO.G2, QEQ IP 
HO.63 > 0CQIDHO.64^EQIDU0.117.aEQIDNQ.llD,SCQlD ' HO.llP > 0CQIDNQ:12Q; SEQ 

ID NO:121, SEQ ID NO: 122, SEQ ID NO:123; and SEQ ID N0:124, SEQ ID 110.125. OCQID 
NO.12G,0EQlD ljU.l 27andSEQlDN n r2 8; wherein said helper probe binds to said third region 
under said conditions, thereby facili tating hybridization of said second probe to said second target 
region. 

9. (Canceled) 



10. (Canceled) 

11. (Withdrawn - Currently Amended) A method for determining the presence 
of HPV Type 16 nucleic acid in a sample, said method comprising the steps of: 

providing to a sample said first probe of claim 1 under said conditions; and 
determining whether said probe:target duplex has formed as an indication of the 
presence of HPV Type 16 nucleic acid in said sample. 
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12. (Canceled) 

13. (Withdrawn - Currendy Amended) The method of claim 11 further 
comprisingproviding to said sampleaset of amplification oligonucleotides, said set including first 
and second amplification oligonucleotides, wherein e*d«f said first and second amplificauon 
dtgomteteotrdes oJi nucleotide is up to 100 bases in length and has a base region that is at least 
70% complementary to an at least 10 contiguous base region present in a nucleic acid target region 
selected from the group consisting of SEQ ID NO.l. SEQ ID NO:2, SEQ ID NO:3; an^SEQ ED 
NO-4 JEQID NO.13, SEQ ID NCU 1 . OEQ ID M0.1J, SEQ ID N U .10. ^ ffi * ^ ^ m 
N 9 22, SEQ ID HQ. i 3, SEQ ID 1 10.21, OEQ ID 110.37. flCQID N U. J0, flEQJD 1TO.30, SEQ T P 
N O 40, GDQID NO:0ij, -SEQ ID 1IO.0G. SLQID NO.07, SEQT D N U .UU, SEQ ID ITO.OO. 0T . QT D 
HQ. DO, SEQ ID HQ. 01, DEQID 1TQ. D 2, QEQIDKO.P3, 3EQT D N Q . !J 4, I jL QID * md SEQ 
ff^o^ wjjerein ™A second a mp^^ri™ oligonucleotide is up to 1 nO hase.s m length and has , 
■ h, c . re gion that |g at least to* complemgnm^ to an at least 1 0 contiguous base region present in 
g nucleic «*A target re^iojijelected from the group, consisting of SEP TP NOigj SEP TP NQ;86, 
SEQ TP NO:87 an^ SEQ TT> NO:88. and wherein at least one of said first and second amplification 
oligonucleotides optionally includes a base sequence that is recognized by an RNA polymerase. 

14. (Withdrawn - Currently Amended) The method of claim 11 further 
comprising providing to said sample a second hybridization assay probe for use in determining the 
presence of HPV Type 18 nucleic acid in a sample, said second pro be comprising an oligonucleotide 
up to 100 bases in length and having a base region that is at least 70% complementary to an at least 
10 contiguous base region present in a second nucleic acid target region selected from the group 
consisting of SEQ ID NO:45, SEQ ID NO:46, SEQ ID NO:47; find SEQ ID NO:48, 3EQIDNO:57. 
SEQ ID 11O.50, GEQ ID 110.1 3 9, SEQ ID HO.C0. SEQ ID 110.65. SEQ ID l lO. 0 fi, SEQ ID riO . fi?. 
SEQ ID NO.60. SEQ ID NO .73, SEQ ID N0.7 1 , SEQ ID NO .75, SEQ ID 11O.70. SEQ ID NO-.77. 
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S E frB N0.7D. OEQ ID 1 *0 .73. SEQ ID N O 00. SEQ ID H O *!. GEQID HO.02. SEQ gHr*** 
towlGEQID NQ.C1, wherein said second probe forms a detectable probettarget duplex with said 
secondtargetregionund^ 

probe:non-target duplex with nucleic acid from HPV Type 160, 11, Ji, JJ.3Ii.3D. ***** 
5ft under said conditions. 

15. (Withdrawn - Currently Amended) The method of claim 14 further 
comprisingprovidingtos^ 

up to 100 bases in length and having a base region that is at least 70% complementary to an at least 
10 contiguous base region present in a third nucleic acid target region selected from the group 
consisting of SEQ ID HO.61, Ol i Q ID I tO.G2. 0EQ ID HO.G3. TO ID NO.u4, SEQ ID 110:1 17. 
6EQTD NO.U0, OE Q ID KO.110. SEQ ID H O^O , SEQ ID NO:121. SEQ ID NO:122, SEQ ID 
NO: 123; and SEQ ID NO:l24, S E Q I D H0.125. SEQ I P H O tt fr SEQ ID HO. 127 and DEQ T T> 
mtt wherein said helper probe binds to said third region under said conditions, thereby 
facilitating hybridization of said second probe to said second target region. 

Claims 16-19 (Canceled) 
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